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Amendments to the Claims : 

This listing of claims will replace all prior versions, and listings, of claims in the application: 
Listing of Claims: 



1-45. (canceled) 

46. (previously presented) The protein produced by growing a host cell containing a purified 
nucleic acid, comprising a nucleotide sequence encoding a gp35 protein having the amino acid 
sequence depicted in Figure 2 (SEQ ID NO: 2), operably linked to a heterologous promoter that 
controls expression of the nucleotide sequence such that the gp35 protein is expressed by the cell, 
and recovering the expressed protein, wherein the protein has an amino terminal portion that 
attaches to the C-terminus of bacteriophage T4 tail fiber protein P34. 

47-48. (canceled) 



49. (previously presented) A composition comprising at least 1 microgram of a purified 
nondenatured gp35 protein, with the proviso that said composition is not a gel wherein the gp35 
protein has the sequence as set forth in Seq. ID No. 2. 

50. (previously presented) A purified bacteriophage T4 gp35 protein that is not contained in a 
gel wherein the gp35 protein has the sequence as set forth in Seq. ID No. 2. 

51-65. (canceled) 

66. (new) A composition comprising at least 1 microgram of a purified nondenatured gp35 
protein, with the proviso that said composition is not a gel. 

67. (new) A purified bacteriophage T4 gp35 protein that is not contained in a gel. 

68. (new) A purified protein comprising the amino acid sequence depicted in Figure 2 (SEQ ID 
NO: 2) with one or more conservative substitutions relative to said sequence, wherein the 
purified protein is not contained in a gel, wherein the purified protein has an amino terminus that 
attaches to the C-terminus of bacteriophage T4 P34. 

Sg/"^ A Pr ° tein com P risin S the amino ac id sequence of 100 amino acids that has at least 
60% identity to a gp35 protein having the amino acid sequence depicted in Figure 2 (SEQ ID 
NO: 2), wherein the protein is not contain in a gel and wherein the purified protein has an amino 
terminus that attaches to the C-terminus of bacteriophage T4 P34. 
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70. (new) The protein of claim 69 which specifically binds with the P34 protein oligomer of 
bacteriophage T4. 

71. (new) A purified fragment of the protein of claim 69 which comprises at least 8 contiguous 
amino acids of the gp35 protein sequence depicted in Figure 2 (SEQ ID NO: 2) from amino acids 
numbers 1 to 24, and which displays one or more functional activities of a gp35 protein. 

72. (new) The fragment of claim 71 which is able to be bound by an antibody directed against a 
gp35 protein. 

73. (new) A purified protein comprising at least 8 contiguous amino acids of the gp35 protein 
sequence depicted in Figure 2 (SEQ ID NO: 2) from amino acids numbers 1 to 24, and which 
displays one or more functional activities of a gp35 protein, wherein the purified protein is not 
contained in a gel, and wherein the purified protein has an amino terminus that attaches to the C- 
terminus of bacteriophage T4 P34.. 

74. (new) The protein of claim 73 which is able to be bound by an antibody directed against a 
gp35 protein. 

75. (new) The protein of claim 74, which has only conservative substitutions relative to the 
sequence in Figure 2 (SEQ ED NO: 2). 

76. (new) A purified protein variant of a gp35 protein of bacteriophage T4, that is able to be 
bound by an antibody directed against a gp35 protein, wherein the interaction of said variant with 
the P36 protein oligomer of bacteriophage T4 is unstable at temperatures between about 40°C 
and about 60°C. 

77. (new) A purified protein variant of a gp35 protein of bacteriophage T4, that is able to be 
l° U £o, by m amibod y Erected against a gp35 protein, wherein the interaction of said variant with 
the P34 protein oligomer of bacteriophage T4 is unstable at temperatures between about 40°C 
and about 60°C. 

78. (new) A purified protein variant of a gp35 protein of bacteriophage T4, that (a) is able to be 
bound by an anybody directed against a gp35 protein, and (b) is conjugated to a group that 
confers the ability of the variant to bind a ligand. 

79. (new) The variant of claim 78, wherein said ligand is selected from the group consisting of 
avidin, immunoglobulin, and a divalent metal ion. B 

80. (new) A purified molecule comprising a bacteriophage T4 gp35 protein fragment, wherein 
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said fragment consists of at least the amino acid sequence depicted in Figure 2 (SEQ ID NO- 2) 
from amino acids numbers 1-17,1-56,1-78,1-93,8-17,57-93,57-64,66- 79 or 81-93, and wherein 
the molecule has an amino terminal portion that attaches to the C-terminus of bacteriophage T4 
tail fiber protein P34. 

81. (new) A purified molecule comprising the amino acid sequence depicted in Figure 2 (SEQ ID 
NO: 2) from amino acids numbers 1-17,1-56,1-78,1-93,8-17,57-93,57-64,66- 79 or 81-93, with 
one or more conservative substitutions relative to said sequence, and wherein the molecule has 
an amino terminal portion that attaches to the C-terminus of bacteriophage T4 tail fiber protein 
P34. 

82. (new) A purified molecule comprising an amino acid sequence having at least 30% identity to 
ammo acids numbers 57 to 93 in Figure 2 (SEQ ID NO: 2) over a 36 amino acid sequence, 
wherein the purified molecule is not contained in a gel, and wherein the molecule has an amino 
terminal portion that attaches to the C-terminus of bacteriophage T4 tail fiber protein P34. 

83. (new) A purified protein having at least 60% identity to amino acids numbers 57 to 93 in 
Figure 2 (SEQ ID NO: 2) over a 36 amino acid sequence, wherein the purified protein is not 
contained m a gel, and wherein the protein has an amino terminal portion that attaches to the C- 
terminus of bacteriophage T4 tail fiber protein P34. 

84. (new) A purified protein comprising at least a functionally active portion of the amino acid 
sequence in Figure 2 (SEQ ID NO: 2) from amino acids numbers 1-17,1-56,1-78,1- 

93,8-17 57-64,66-79, or 81-93, wherein the purified protein is not contained in a gel wherein the 
protein has an amino terminal portion that attaches to the C-terminus of bacteriophage T4 tail 
fiber protein P34. 

85. (new) A purified molecule comprising an amino acid sequence having at least 60% identity 
to ammo acids numbers 1 to 100 in Figure 2 (SEQ ID NO: 2) over a 100 amino acid sequence 
wherein the purified protein is not contained in a gel and wherein the molecule has an amino ' 
terminal portion that attaches to the C-terminus of bacteriophage T4 tail fiber protein P34. 

86. (new) The purified fragment of claim 73, wherein said fragment lacks at least 10 contiguous 
amino acids of the sequence depicted in Figure 2 (SEQ ID [NO:] 2). contiguous 

cLS P T in P roduced * a host «U containing a purified nucleic acid, 

comprising a nucleotide sequence encoding a protein consisting of at least the amino acid 
equence shown in Figure 2 (SEQ ID NO: 2) from amino acids numbers 

.uw/il ' 93,8 " 17 ' 57 - 93 ' 57 - 64 ' 66 - 79 or 81 - 93 > with or more conservative 

substitutions re.ative to said sequence such that the encoded protein is express Jb^the cell, and 
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recovering the expressed protein, wherein the protein has an amino terminal portion that attaches 
to the C-terminus of bacteriophage T4 tail fiber protein P34. 

88. (new) A protein consisting of: 

(a) an amino-terminal portion, said amino-terminal portion consisting of 
amino acids 1-17,1-56,1-78,1-93,8-17,57-93,57-64,66- 79 or 81-93 of the sequence as defined in 
Seq. ID No. 2, or of these amino acids with one or more conservative substitutions; and 

(b) a second portion, located C-terminal from the amino-terminal portion 
wherein the amino terminal portion binds to attaches to the C-terminus of bacteriophage T4 tail 
fiber protein P34. 

89. (new) The protein of claim 88, wherein the second portion comprises a C-terminal gp36 
binding domain. 

90. (new) The protein of claim 88, wherein the gp36 binding domain is a thermolabile 
binding domain. 

91. (new) The protein of claim 88, wherein the protein consists of from 75 to 150 amino 
acids. 

92. (new) The protein of claim 91 , wherein the second portion comprises a C-terminal ep36 
binding domain. ^ 

93. (new) The protein of claim 92, wherein the gp36 binding domain is a thermolabile 
binding domain. 

94. (new) The protein of claim 88, wherein the protein comprises a second portion havine 
the sequence as set forth in amino acids 373 to the C-terminus of Seq. ID No. 2. 

95. (new) The protein of claim 88, wherein the amino-terminal portion is at least 90% 

ISS? t0 N u • \°T a " amin ° acid se ^ uence of idcntical size or w "en compared to an 

aligned sequence m winch the alignment is done by a computer homology program known in the 

SnSn ^n Th m P M° te ; n ° f daim 95 ' Wherei " the arain °-temiinal portion is at least 95% 

1 W^j? q ' u IT' an am,n ° add SeqUence 0f identical size or when compared to an 

ahgned sequence m winch the alignment is done by a computer homology program Jown in the 
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97. (new) The protein of claim 95, wherein the second portion comprises a C-terminal gp36 
binding domain. 

98. (new) The protein of claim 97, wherein the gp36 binding domain is a thermolabile 
binding domain. 

99. (new) The protein of claim 97, wherein the protein consists of from 75 to 150 amino 
acids. 



100. (new) The protein of claim 99, wherein the g P 36 binding domain is a thermolabile 
binding domain. 

101. (new) The protein of claim 95, wherein the protein comprises a second portion having 
the sequence as set forth in amino acids 373 to the C-terrninus of Seq. ID No. 2. 
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